At present, the functional significance of this extension, as well as how it is protected from 5Ј exonucleases, is appears to be processed from an intron, the two others exhibit novel genomic organization. They are apparently unclear. encoded in intergenic regions and appear to be independently transcribed. dicted to direct 2Ј-O-methylation of G25 in U2 snRNA and G22 in U12 snRNA, respectively (Figures 4A and Surprisingly, both putative guide RNA sequences reside within the same intron of the apparently single copy 4B). Therefore, we named the longer forms mgU2-25/ 61and mgU12-22/U4-8. In mgU2-25/61, the mgU2-61 KIAA1731 human gene specifying a protein of unknown function. Related copies (93% identical) of both RNAs domain corresponds to MBII-382, which has been predicted to direct methylation of C61 in U2 snRNA [20] . are also found in an intron of the translation initiation factor eIF1A gene. Full-size mgU2-19 and mgU2-30
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Discovery of the doublet organization of mgU2-19/30
Results
RNA prompted us to examine whether recently identified canonical box C/D RNAs proposed to direct 2Ј-O-meth-
In mgU12-22/U4-8, the mgU4-8 domain is identical to U91 RNA that was predicted to guide methylation of C8 probes hybridized to species of the expected size (Figure 2, lanes 1 and 2) . However, each probe also hybridin U4 snRNA [22] . Interestingly, in the upstream domains, U2-25 and ized to an RNA that possesses both mgU2-19 and mgU2-30 domains, referred to as mgU2-19/30. This is U12-22, the CЈ/DЈ motif rather than C/D can form puta- [27, 40] ). In the case of mgU2-25/61 and mgU12-22/ U4-8 RNAs, protection of the 5Ј domains against 5Ј and 3Ј exonucleases is apparently provided by the methylated guanosine caps and the 3Ј snoRNA domains, respectively. 
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